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D)

Air is the most common medium of fungal spore dispersal and is the

main route of infection for respiratory fungal infections (1. A) B) )
Increasing levels of antifungal resistance have been reported in
several European countries. In 2022 the WHO launched the Fungal
Priority Pathogens List in which A. fumigatus was included in the
critical group partly due to its emergence of environment-related
resistance ).

Figure 3. A) Major fungal genera identified in environmental samples. B) Identification to species level of the genus Aspergillus.
C) Susceptibility profile of A. fumigatus. D) Resistance mechanisms associated with resistant A. fumigatus.

Figure 4. Number of CFU of Aspergillus spp. (pink) and the rest of the genus obtained (green) throughout the study period.
Temperature and humidity variations are represented by the pink and green dashed lines, respectively.
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environmental air.

A comprehensive monitoring of fungal presence in the air was
conducted at two locations (urban and semiurban environment) in

Figure 5. Correlation between environmental factors and the presence of fungal species in
ambient air samples. (* p < 0.05). Colour intensity according to Spearman's correlation
strength green if positive and pink negative.

Madrid-Spain.
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Figure 2. Framework of the environmental sampling process.

A. fumigatus was screened for azole resistance using EUCAST
E.Def 10.1 ® and confirmed by EUCAST E.Def 9.4. ©) Resistance
mechanisms were studied by sequencing the gene cyp571A
including its promoter ().

All resistant and a portion of the susceptible A. fumigatus isolates
were typed by TRESPERG method ).

Table 1. Panel of 4 genes used for characterization using the TRESPERG typing method.

Afu3g08990 cspA for cell surface protein A
Afu2g05150 MP2 antigenic galactomannan protein
Afu6g14090 Hypothetical protein with CFEM domain
Afulg07140 erg4B formed by 12-mer repeats
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